Functional expression of eukaryotic membrane proteins in Lactococcus lactis by Monné, Magnus et al.
  
 University of Groningen
Functional expression of eukaryotic membrane proteins in Lactococcus lactis





IMPORTANT NOTE: You are advised to consult the publisher's version (publisher's PDF) if you wish to cite from
it. Please check the document version below.
Document Version
Publisher's PDF, also known as Version of record
Publication date:
2005
Link to publication in University of Groningen/UMCG research database
Citation for published version (APA):
Monné, M., Chan, K. W., Slotboom, D-J., & Kunji, E. R. S. (2005). Functional expression of eukaryotic
membrane proteins in Lactococcus lactis. Protein Science, 14(12), 3048-3056.
https://doi.org/10.1110/ps.051689905
Copyright
Other than for strictly personal use, it is not permitted to download or to forward/distribute the text or part of it without the consent of the
author(s) and/or copyright holder(s), unless the work is under an open content license (like Creative Commons).
Take-down policy
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately
and investigate your claim.
Downloaded from the University of Groningen/UMCG research database (Pure): http://www.rug.nl/research/portal. For technical reasons the






Functional expression of eukaryotic membrane proteins in Lactococccus lactic 
M. Monné, Ka Wai Chan, Dirk Jan Slotblom, and Edmund R. S. Kunji 
Protein Science 14(12) 2005 
 Supplementary Figure 1. Alignment of the amino acid sequences of the three 
ADP/ATP carriers from Saccharomyces cerevisiae AAC1, AAC2 and AAC3. 
Identical residues are indicated by an asterix and the similar amino acids by a colon.  
 Supplementary figure 2. The normalised specific activity of ADP/ATP carrier 
AAC2 and the amino-terminal truncation mutants. Schematic representation of 
the N-terminal region of AAC2 (top) and the normalised initial uptake rate (bottom) 
for each of the truncation mutants (indicated by arrow heads). The normalised initial 
uptake rates is expressed as the initial uptake rate of the truncation mutants corrected 
for the expression levels, normalised to the one of AAC2. The data are taken from 
Figure 4 Monné et al. 
 Supplementary Figure 3. Expression and transport activity of the different 
versions of yeast phosphate carrier MIR1  
(a) Western blot (top) and the initial phosphate uptake rates (bottom) for the wild type 
MIR1, truncation mutant ∆N-MIR1 and spOppA-MIR1 fusion. The initial transport 
rates were corrected for the background. The initial uptake rates, measured after 4 
min, are the average of three independent experiments carried out in triplicate with the 
standard error of the mean (SEM).  
 
 Supplementary Figure 4. Expression and transport activity of the different 
versions of yeast S-adenosyl-methionine carrier SAM5  
(a) Western blot (top) and the initial S-adenosyl-methionine uptake rates (bottom) for 
the wild type SAM5, truncatation mutant ∆N-SAM5 and spOppA-SAM5, spPrtP-
SAM5 and spUsp45-SAM5 fusions. The initial transport rates were corrected for the 
background. The initial uptake rates, measured after 8 min, are the average of three 









Supplementary Figure 5. Transport activity of the different versions of yeast 
ADP/ATP carrier AAC2  
The initial ATP uptake rates for the wild type AAC2 and the spOppA-AAC2, spPrtP-
AAC2 and spUsp45-AAC2 fusions. The initial transport rates were corrected for the 
background. The initial uptake rates, measured after 15 s, are the average of three 








Supplementary Figure 6. Transport activity of the different versions of yeast 
ADP/ATP carrier AAC3  
The initial ATP uptake rates for the wild type AAC3, truncatation mutant ∆N-AAC3, 
and the spOppA-AAC3, spPrtP-AAC3 and spUsp45-AAC3 fusions. The initial 
transport rates were corrected for the background. The initial uptake rates, measured 
after 15 s, are the average of three independent experiments carried out in triplicate 
with the standard error of the mean (SEM).  
 
 
